Three plant species, Aster sphathulifolius, Sedum oryzifolium, and Lysimachia mauritiana, native to the Dokdo Islands in South Korea, were examined for rhizosphere microorganisms by using 16S rDNA sequences. Nine species of rhizosphere microorganisms were isolated from the three native plant species, respectively. Phylogenetic analysis showed that the microorganisms could be classified into 19 species belonging to four phyla (Actinobacteria, Bacteroidetes, Firmicutes and Proteobacteria), and the characteristics of the microbes were confirmed. Rhizosphere microorganisms from the six orders (Bacillales, Corynebacteriales, Flavobacteriales, Micrococcales, Oceanospirillales, and Rhodobacterales) were isolated from S. oryzifolium. From L. mauritiana, microbes belonging to the seven orders (Bacillales, Flavobacteriales, Micrococcales, Oceanospirillales, Rhizobiales, and Rhodobacterales) were isolated.
-Note - Table 3) . The isolated microorganisms were classified into nineteen species belonging to the four phyla (Actinobacteria, Bacteroidetes, Firmicutes, and Proteobacteria). The table shows the distribution ratio of all isolated bacterial strains, identified to the phylum, order and genus (%). Fig. 1 . Phylogenetic analysis of rhizosphere microorganisms isolated from three plant species native to the Dokdo Island. A phylogenetic tree was constructed by using the neighbor-joining method (1,000 bootstrap replications). The twenty seven taxa belong to the four phyla (Actinobacteria, Bacteroidetes, Firmicutes, and Proteobacteria). 
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Rhizosphere microorganisms were isolated from three native plant species, and were analyzed using Shannon's diversity index (H') at the genus level. 
